SEQUENCE LISTING 

<110> Societe Des Produits Nestle S.A. 

<12 0> COFFEE PLANT WITH REDUCED a-D-GALACTOSIDASE ACTIVITY 

<130> 88265-6868 

<150> PCT/US02/0914 8 

<151> 2002-08-15 

<160> 21 

<170> Patentln version 3.1 

<210> 1 

<211> 1442 

<212> DNA 

<213> coffee 

<400> 1 



tgctccacaa 


agcagtggca 


attgagt tga 


ttgatcaaca 


ccaatt tacc 


atggccgctg 


6 U 


cttat tacta 


„ . A_ 1_4_1_ 1—1— .4- 

ccttttttct 


agtaaaaaaa 


gccaccaaaa 


get ggtgct c 


cgagctt cgt 




tattgatgtt 


tttatgtttc 


ttggcggttg 


aaaacgttgg 


tgcttccgct 


cgccggatgg 


180 


tgaagtctcc 


aggaacagag 


gattacactc 


gcaggagcct 


tttagcaaat 


gggcttggtc 


240 


taacaccacc 


gatggggtgg 


aacagctgga 


atcatttcag 


ttgtaatct t 


gatgagaaat 


300 


tgatcaggga 


aacagccgat 


gcaatggcat 


caaaggggct 


tgctgcactg 


ggatataagt 


360 


acatcaatct 


tgatgactgt 


tgggcagaac 


ttaacagaga 


ttcacagggg 


aatttggttc 


420 


ctaaaggttc 


aacattccca 


tcagggatca 


aagccttagc 


agattatgtt 


cacagcaaag 


480 


gcctaaagct 


tggaatttac 


tctgatgctg 


gaactcagac 


atgtagtaaa 


actatgecag 


540 


gttcattagg 


acacgaagaa 


caagatgcca 


aaacctttgc 


ttcatggggg 


gttgattact 


600 


taaagtatga 


caactgtaac 


gacaacaaca 


taagccccaa 


ggaaaggtat 


ccaatcatga 


660 


gtaaagcatt 


gttgaactct 


ggaaggtcca 


tatttttctc 


tctatgtgaa 


tggggagatg 


720 


aagatccagc 


aacatgggca 


aaagaagttg 


gaaacagttg 


gagaaccact 


ggagatatag 


780 


atgacagttg 


gagtagcatg 


acttctcggg 


cagatatgaa 


cgacaaatgg 


gcatcttatg 


840 


ctggtcccgg 


tggatggaat 


gatcctgaca 


tgttggaggt 


gggaaatgga 


ggcatgacta 


900 


caacggaata 


tcgatcccat 


ttcagcattt 


gggcattagc 


aaaagcacct 


ctactgattg 


960 


gctgtgacat 


tcgatccatt 


gacggtgcga 


ctttccaact 


gttaagcaat 


gcggaagtta 


1020 


ttgcggttaa 


ccaagataaa 


cttggcgttc 


aagggaaaaa 


ggttaagact 


tacggagatt 


1080 



tggaggtgtg ggctggacct cttagtggaa agagagtagc tgtcgctttg tggaatagag 114 0 

gatcttccac ggctactatt accgcgtatt ggtccgacgt aggcctcccg tccacggcag 1200 

tggttaatgc acgagactta tgggcgcatt caaccgaaaa atcagtcaaa ggacaaatct 1260 

cagctgcagt agatgcccac gattcgaaaa tgtatgtcct aaccccacag tgattaacag 132 0 

gagaatgcag aagacaagtg atggttggct ctttcaagga tttgattacc ttaaagaatt 1380 

tttcacatgt tatgaatcaa ttcaaagcaa ttatgtgttt tgaagagatt aagtcaataa 1440 

at 1442 



<210> 2 

<211> 420 

<212> PRT 

<213> coffee 

<400> 2 

Met Ala Ala Ala Tyr Tyr Tyr Leu Phe Ser Ser Lys Lys Ser His Gin 
15 10 15 



Lys Leu Val Leu Arg Ala Ser Leu Leu Met Phe Leu Cys Phe Leu Ala 
20 25 30 



Val Glu Asn Val Gly Ala Ser Ala Arg Arg Met Val Lys Ser Pro Gly 
35 40 45 



Thr Glu Asp Tyr Thr Arg Arg Ser Leu Leu Ala Asn Gly Leu Gly Leu 
50 55 60 



Thr Pro Pro Met Gly Trp Asn Ser Trp Asn His Phe Ser Cys Asn Leu 
65 70 75 80 



Asp Glu Lys Leu lie Arg Glu Thr Ala Asp Ala Met Ala Ser Lys Gly 
85 90 95 



Leu Ala Ala Leu Gly Tyr Lys Tyr lie Asn Leu Asp Asp Cys Trp Ala 
100 105 110 



Glu Leu Asn Arg Asp Ser Gin Gly Asn Leu Val Pro Lys Gly Ser Thr 
115 120 125 



Phe Pro Ser Gly lie Lys Ala Leu Ala Asp Tyr Val His Ser Lys Gly 
130 135 140 



Leu Lys Leu Gly lie Tyr Ser Asp Ala Gly Thr Gin Thr Cys Ser Lys 
145 150 155 160 



Thr Met Pro Gly Ser Leu Gly His Glu Glu Gin Asp Ala Lys Thr Phe 
165 170 175 



Ala Ser Trp Gly Val Asp Tyr Leu Lys Tyr Asp Asn Cys Asn Asp Asn 
180 185 190 



Asn lie Ser Pro Lys Glu Arg Tyr Pro lie Met Ser Lys Ala Leu Leu 
195 200 205 



Asn Ser Gly Arg Ser lie Phe Phe Ser Leu Cys Glu Trp Gly Asp Glu 
210 215 220 



Asp Pro Ala Thr Trp Ala Lys Glu Val Gly Asn Ser Trp Arg Thr Thr 
225 230 235 240 



Gly Asp lie Asp Asp Ser Trp Ser Ser Met Thr Ser Arg Ala Asp Met 
245 250 255 



Asn Asp Lys Trp Ala Ser Tyr Ala Gly Pro Gly Gly Trp Asn Asp Pro 
260 265 270 



Asp Met Leu Glu Val Gly Asn Gly Gly Met Thr Thr Thr Glu Tyr Arg 
275 280 285 



Ser His Phe Ser lie Trp Ala Leu Ala Lys Ala Pro Leu Leu lie Gly 
290 295 300 



Cys Asp lie Arg Ser lie Asp Gly Ala Thr Phe Gin Leu Leu Ser Asn 
305 310 315 320 



Ala Glu Val lie Ala Val Asn Gin Asp Lys Leu Gly Val Gin Gly Lys 
325 330 335 



Lys Val Lys Thr Tyr Gly Asp Leu Glu Val Trp Ala Gly Pro Leu Ser 
340 345 350 



Gly Lys Arg Val Ala Val Ala Leu Trp Asn Arg Gly Ser Ser Thr Ala 
355 360 365 



Thr lie Thr 
370 



Ala Tyr Trp Ser Asp Val Gly Leu Pro Ser Thr Ala Val 
375 380 



Val Asn Ala 
385 



Arg Asp Leu Trp Ala His Ser Thr Glu Lys Ser Val Lys 
390 395 400 



Gly Gin He 



Ser Ala Ala Val Asp Ala His Asp Ser Lys Met Tyr Val 
405 410 415 



Leu Thr Pro Gin 
420 



<210> 3 

<211> 17 

<212> DNA 

<213> artificial 

<220> 

<223> primer 

<400> 3 

atggtgaagt ctccagg 17 



<210> 4 

<211> 17 

<212> DNA 

<213> artificial 

<220> 

<223> primer 



<210> 5 

<211> 23 

<212> DNA 

<213> artificial 

<220> 

<223> primer 

<400> 5 

tgctccacaa agcagtggca att 23 



<210> 6 

<211> 23 

<212> DNA 

<213> artificial 



<400> 4 

tcactgtggg gttagga 



17 



<220> 

<223> primer 
<400> 6 

atttattgac ttaatctctt caa 



<210> 7 

<211> 35 

<212> DNA 

<213> artificial 

<220> 

<223> primer 

<400> 7 

cggggtaccc cgcctctttt cttttggagt acaag 



<210> 8 

<211> 35 

<212> DNA 

<213> artificial 

<220> 

<223> primer 

<400> 8 

cgcggatccg cgtctctgac aacagaggag agtgt 



<210> 9 

<211> 12 

<212> DNA 

<213> artificial 

<220> 

<2 23> unknown 

<400> 9 
cggggtaccc eg 



<210> 10 

<211> 12 

<212> DNA 

<213> artificial 

<220> 

< 2 2 3 > unknown 

<400> 10 
cgcggatccg eg 



<210> 11 
<211> 36 



<212> DNA 

<213> artificial 



<220> 

<223> primer 
<400> 11 

cggggtaccc cgacaaaaga ttgaacaata catgtc 



<210> 12 

<211> 35 

<212> DNA 

<213> artificial 

<220> 

<223> primer 

<400> 12 

cgcggatccg cggagctcga atttccccga tcgtt 



<210> 13 

<211> 35 

<212> DNA 

<213> artificial 

<220> 

<223> primer 

<400> 13 

cggggtaccc cggaattccc gatctagtaa catag 

<210> 14 

<211> 35 

<212> DNA 

<213> artificial 

<220> 

<223> primer 

<400> 14 

cgcggatccg cgtgctccac aaagcagtgg caatt 

<210> 15 

<211> 35 

<212> DNA 

<213> artificial 

<220> 

<223> primer 

<400> 15 

cgcggatccg cgatttattg acttaatctc ttcaa 



<210> 16 

<211> 35 

<212> DNA 

<213> artificial 

<220> 

<223> primer 

<400> 16 

cacgcgtcga cgctccaccg cggtggcggc cgctc 



<210> 17 

<211> 23 

<212> DNA 

<213> artificial 

<220> 

<223> primer 

<400> 17 

gggccccccc tcgaggtcga egg 



<210> 18 

<211> 23 

<212> DNA 

<213> artificial 

<220> 

<223> primer 

<400> 18 

ttcttttgtt cctcggctgt ttg 



<210> 19 

<211> 24 

<212> DNA 

<213> artificial 

<220> 

<223> primer 

<400> 19 

ccaaacatca aacttctcgc aatc 



<210> 20 

<211> 27 

<212> DNA 

<213> artificial 



<220> 

<223> primer 



<400> 20 

atggccgctg cttattacta ccttttt 



<210> 21 

<211> 27 

<212> DNA 

<213> artificial 

<220> 

<223> primer 



<400> 21 

tcactgtggg gttaggacat acatttt 



